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	Primer name
	Primer sequences (Forward)
	Primer sequences (Reverse)

	WMC111
	ATTGATGTGTACGATGTGCCTG
	CATGTCAATGTCATGATGAAGC

	gwm296
	AATTCAACCTACCAATCTCTG
	GCCTAATAAACTGAAAACGAG

	ZH31
	Outer: CCGTTGTTCGGTGCTTAGAT
Inner: GTCCCTTTGAATGGCATCG
	Outer: TTGGTTGCTGATGCAAAGAC
Inner: CCTGACAACCTCCGTCCTT

	ZH32
	Outer: GTCGATGACAGCTCAAACGA
Inner: ACTTAGGGGTGCTGTGAGACT
	Outer: GGTCTACGAGGGTACGTGGA
Inner: TGATGCGCATACATCCCG

	ZH34
	Outer:CTAGCTGCAACAAATCATCC
Inner: TTCAATCTCGACATAAGCCA
	Outer: TCTTATTAAGCAACGGCTTG
Inner: TGTTTGTGTGAGAAAAATTGC

	ZH35
	Outer: AAGCCAACCTGTTTCGATAG
Inner: TCAGAGATATTGCGCCTAAGT
	Outer: GGAGGAAGGACATTGATTTG
Inner: TTCCACACCAGCCACAAG

	ZH36
	Outer: AAAGAAGCCTACTCTCGCGG
Inner: ATCAGCAGAGTGGTCAGCG
	Outer: TCCTTGGGATGATTGACTCG
Inner: AAGGCCACAGAAGACGGGT

	ZH40
	CCGTTAAGAGAGACCTGAAGGA
	ATGTTGCAGATTTGTGACTTGG

	ZH41
	AAAAGGCTCTAATGGTTGGTGA
	CAGACAGGTTTGGGACTAAAGG

	ZH42
	AAGAGAAAACCGATCAATCACC
	ACAAGATAAAAGGCTGCTCTGC

	ZH45
	AGAGTCCCCGTCTTCATCCT
	GTTCAAAGGTTCCGGTCTCAT

	ZH47
	AGATTGTGGTTAGGTTACAAGCG
	TGTTTCCCAAAGTACATACGCA

	TraesCS5A02G229300
	CACCCTCGAGAACAAGGAGA
	GGAGATGGTCTGGATGATGG

	TraesCS5D02G464900
	AATTTGGTGAGGCTGTTTGG
	AGAGCGGGTCTACGATCTCA

	TraesCS2D02G209900
	GACCCGGAGAAGAAGGAGAC
	GTGTCGAAGATGGTGGTGTG

	TraesCS1A02G403300
	GGAGCTCAAGGTGAAGGAGA
	CACAAAGTTGGTGGCGAAG

	TraesCS5A02G350600
	CCTCGACTACCTCGGCAAC
	GCCGTTCTTGATCTCCTTCA

	TraesCS6D02G088600
	CAGCTGACCCTGAGACCTTC
	GGTAGTCGAGACCACCCTCA

	TraesCS1B02G451100
	CTTCCAGGTCCTTCTCATGG
	ACGAAGAACCCAAACATGGA

	TraesCS1B02G388400
	CTGCACAAAGAAGCCAAACA
	GCCCACTCGGTGAGATAGTC

	TraesCS2B02G220100
	CCATCTTCCCCAACAACAAG
	AGGTGAGCGAAGAGGTTGTC

	TraesCS2A02G204800
	TCCTTCTCATGGGTCTCGTT
	TGGACGAAGAACCCAAACAT

	TraesCS6D02G152700
	ACGCTCTTCGTGTTCGAGAT
	CATCTCCTTCTCGCTCTTGG

	TraesCS7B02G192500
	GGAGCTCAAGCTCAAGGAGA
	ATTTCTGGGGATGACGATGT



